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LOCUS XM_007095 
linear PRI 28-APR-2003 

DEFINITION Homo sapiens insulin receptor suBl 
(IRS2), tnRNA. 
ACCESSION XM_007095 

VERSION XM_007095.6 GI: 20545806 



1 tnE 



6997 bp I tnRNA 



SOURCE Homo sapiens (human) 

ORGANISM Hoitio ."sapiens 

Eukaryota; Metazoa; Chordata; Craniata; 

Vertebrata; Euteleostomi ,• 
Mammalia,• Eutheria; Primates; Catarrhini; 

Horainidae; Homo. 

RKFERENCE 1 (bases 1 to 6 997) 

AUTHORS Internat:ional Human Genome Sequencing Consortium. 

TITLE The DNA sequence of Homo sapiens 

JOURNAL Unpublished (2003) 
COMMENT MODEL REPSEQ: This record is predicted by 
autLomated computational 

analysis. This record is derived from a genomic 

sequence 

(m'_00'J952) annotated using gene prediction 
method: blast, 

supported by mRNA and EST evidence. 
Also see: 

Dpjjumenta.tio^^^ o£ NCBI ' s Annotation Process 
On May 13, 2002 this sequence version replaced 




gi:lU5ai7X5 
FEATURES 

source 



m/Qualifiers 



substrate 2" 



NNHSVRKCGYLRKQKHGH 



/organisni="Homo sapiens" 
/mol_type=« "mRNA" 
/db_xref="taxon:96p6" 
/chromosome= " 13 " 
1. .6997 
/gene="IRS2" 
/db_xre£="GeneID:8660" 
/db_xref . "MIM : 6007.97 " 
.516. .4532 
/gene="IRS2" 
/codon_8tart=l 

/product=" similar to insulin receptor 

/proteinid- "«'_g07095.. 5 " 
/db_xref = "GI ; 2054 5807 " 
/dbxref = "GenelD : 8660" 
/db_xref = "MIM : 6.007 97 " 

/translations "MASPPRMGPPGPASGDGPNLNNNNWN 
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KRFFVLRGPGAGGDEATAGGGSAPQPPRLEYYESEKKWRSKAGAPKRVIALDCCLNIN 

KRADAKHKYLIALYTKDEYFAVAABNEQEQEGWYRALTDLVSEGRAAAGDAPPAAAPA 

ASCSASl4PGflLGGSAGAAGAEDSYGLVAPATAAYREVWQVNLKPKGLGQSKNLTGVYR 

LCLSARTIGFVKLNCEQPSVTLQLMNIRRCGHSDSPFPIEVGRSAVT6PGELWMQADD 

SWAQNIHETILEAMKALKELFEFRPRSKSQSSGSSATHPISVPGARRHHHLVNLPPS 

QTGLVRRSRTDSIiAATPPAAKCSSCRVRTASEGDGGAAAGAAAAGARPVSVAGSPLSP 

GPVRAPLSRSHTLSGGCGGRGSKVALLPAGGALQHSRSMSMPVAHSPPAATSPGSLSS 

SSGHGSGSYPPPPGPHPPLPHPLHHGPGQRPSSGSASASGSPSDPGFMSLDKYGSSPG 

DLRAFCSHRSNTPESIAETPPARDGGGGGEFYGYMTMDRPLSHCGRSYRRVSGDAAQD 

LDRGLRKRTYSLTTPARQRPVPQPSSASLDEYTLMRATFSGSAGRLCPSCPASSPKVA 

YHPYPEDYGDIEIGSHRSSSSNI.GADDGYMPMTPGAAIJVGSGSGSCRSDDYMPMSPAS 

VSAPKQILQPRAAAAAAAAVPSAGPAGPAPTSAAGRTFPASGGGYKASSPAESSPEDS 

GYMRMWCGSKLSMEHADGKLLPNGDYLNVSPSDAVTTGTPPDFFSAALHPGGEPLRGV 

PGCCYSSLPRSYKAPYTCGGDSDQYVLMSSPVGRILEEERLEPQATPGPSQAASAFGA 

GPTQPPHPVVPSPVRPSGGRPEGFLGQRGRAVRPTRLSLEGLPSLPSMHEYPLPPEPK 

SPGEYINIDFGEPGARLSPPAPPLIASAASSSSLLSASSPASSLGSGTPGTSSDSRQR 

SPLSDYMNLDFSSPKSPKPGAPSGHPVGSLDGLLSPEASSPYPPLPPRPSASPSSSLQ 

PPPPPPAPGELYRIiPPASAVATAQGPGAASSLSSDTGDNGDYTEMAPGVAATPPQPIA 

APPKPEAARVASPTSGVKRLSLMEQVSGVEAFLQASQPPDPHRGAKVIRADPQGGRRR 

HSSETFSSTTTVTPVSPSFAHNPKRHNSASVENVSLRKSSEGGVGVGPGGGDEPPTSP 

RQLQPAPPLAPQGRPWTPGQPGGLVGCPGSGGSPMRRETSAGFQNGLNYIAIDVREEP 

GLPPQPQPPPPPLPQPGDKSSWGRTRSLGGLISAVGVGSTGGGCGGPGPGALPPANTY 
ASIDFLSHHLKEATIVKE " 
misc_f eature 606 . . 950 

/genes" IRS2" 

/note="PHf Region: Pleckstrin homology 

domain. Domain 

commonly found in eukaryotic signalling 

proteins . The 

domain family possesses multiple 
functions including the 

abilities to bind inositol phosphates, 

and various 

proteins. PH domains have been found to 

possess inserted 

domains (such as in PLC gamma, 
syntrophins) and to be 

inserted within other domains. 

Mutations in Brutons 

tyrosine kinase (Btk) within its PH 

domain cause X-linked 

agammaglobulinaemia (XLA) in patients. 

Point mutations 

cluster into the positively charged end 

o£ the molecule 

around the predicted binding site for 

phosphatidylinositol 

lipids" 

/db_xref = " ODD : smart 00233 " 
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misc fea ture 606., 947 

/gene-'-IRSa" 

/nol:eB"PH; Region: PH domain. PH stands for pleckstrin 
homology" 

/ db_xr e f = " CDD ; pfain0016 9 " 
misc_feature 1095.. 1403 

/gene- "IRS2" 

/note="IRS; Region: PTB domain (IRS-1 type)" 
/ db_xre f = CDD : pf amp 2 174 " 
misc feature 1095.. 1403 

/gene="lRS2" 

/note-"PTBl; Region: PhosphotyroBine- binding domain 

(IRSl-like)" 

/db xref="CDD:smart0031C" 

1 gcggggaccg cgacgagccc gggtcgccgt tggcagcagc agcagcaaca ccagcagcag 
61 cagcagcccc ggcggcggcg cggaccccga gcgcccgggc gcaccccggc ttcccggagc 
121 gcgacgcggc ggcagcagcc ccggtgcggc cgcgcgcgcc tcaggctcgg ccccgcggct 
181 cggggacccc gactcccggc ccagcgagcg cgtcccccgg cgccgcccga gagcccgagg 
241 aggcagcggc cgcaggcagc cggggagggg ggcggccacc gcccgcgccg ggcatcctca 
301 ggagccccag agcgcggagg gcgcggcgcc gccgagcggt gctggccccc gcgggcctcc 
361 ccggaccttc cccaccgcct gggcccgagg gacgcgtgat cgggcgggcg gccgggcgca 
421 agggtgggag ggagccgccc ccgcccgcgc cccctccgcc cctcgcccca acccctgggc 
481 gccgggcccg ggccgcgcgg cctgaagcgc ccgoq^t^qci gagcccqecq iggcacgggc 
541 cgcccgggcc ggcgagcgga gacggcccca acctcaacaa caacaacaac aacaacaacc 
601 acagcgtgcg caagtgcggc tacctgcgca agcagaagca tggccacaag cgcttcttcg 
661 tgctgcgcgg acccggcgcg ggcggcgacg aggcgacgge gggcgggggg tcggcgccgc 
721 aaocgccgcg gctcgagtac tacgagagcg agaaaaagtg gcggagcaag gcaggcgcgc 
781 cgaaacgggt gatcgctctc gactgctgcc tgaacatcaa caagcgcgcc gacgccaagc 
841 acaagtacct gatcgccctc tacaccaagg acgagtacct cgccgtggcc gccgagaacg 
901 agcaggagca ggagggctgg taccgcgcgc tcaccgacct ggtcagcgag ggccgcgcgg 
961 ccgccggaga cgcgcccccc gccgccgcgc ccgccgcgtc ctgcagcgcc tccctgcccg 
1021 gcgccctggg cggctctgcc ggcgccgccg gggccgagga cagctacggg ctggtggctc 
1081 ccgccacggc cgcctaccgt gaggtgtggc aggtgaacct gaagcccaag ggtctgggcc 
1141 agagcaagaa cctgacgggg gtgtaccgtc tgtgcctgtc tgcgcgcaoc atcggcttcg 
1201 tgaagctcaa ctgcgagcag ccgtcggcga cgctgcagct catgaacatc cgccgctgcg 
1261 gccactcgga cagcttcttc ttcatcgagg tgggccgctc ggccgtcaca ggccccggcg 
1321 agctgtggat gcaggcggac gactcggtgg tggcgcagaa catccacgag accatcctgg 
1381 aggccatgaa ggcgctcaag gagctcttcg agttccggcc gcgcagtaag agccaatcgt 
1441 cggggtcgtc ggccacgcac cccatcagcg tccccggcgc gogccgccac caccacctgg 
1501 tcaacctgcc ccccagccag acgggcotgg tgcgccgcto gcgcaccgac agcctggccg 
1561 ccaccccgcc ggcggocaag tgcagctcgt gccgggtgcg caccgccagc gagggcgacg 
1621 gcggcgcggc ggcgggagcg gcggccgcgg gcgccaggcc ggtgtcggtg gctgggagcc 
1681 ccctgagccc cgggccggtg cgcgcgcccc tgagccgctc gcacaccctg agcggcggct 
1741 gcggcggccg cgggagcaag gtggcgctgc tgcoggcagg gggcgcgctg caacacagcc 
1801 gctccatgtc catgcccgtg gcgcactcgc cgcccgccgc caccagcccc ggctccctgt 
1861 cgtccagcag cggccacggc tcgggctcct acccgccgcc gcccggcccg cacccgcctc 
1921 tgccgcatcc gctgcaccao ggccccggcc agcggccctc cagcggcagc gcctccgcct 
1981 cgggctcccc cagcgacccc ggcttcatgt ccctggacga gtacggctoc agcccaggcg 
2041 acctgcgcgc cttctgcagc caccgaagca acacgcccga gtccatcgcg gagacgcccc 
2101 cggcccgaga cggcggcggc ggcggtgagt tctacgggta catgaccatg gacaggcccc 
2161 tgagccactg Cggccgctcc taccgccggg tctcggggga cgcggcccag gacctggacc 
2221 gagggctgcg caagaggacc tactccctga ccacgccagc ccggcagcgg ccggtgcccc 
2281 agccctcctc tgcctcgctg gatgaataca ccctgatgcg ggccaccttc tcgggcagcg 
2341 cgggccgcct ctgcccgtcc tgccccgcgt cctctcccaa ggtggcctac cacccctacc 
2401 cagaggacta cggagacatc gagatciggct cccacaggag ctccagcagc aacctggggg 
2461 cagacgacgg ctacatgccc atgacgcccg gcgcggccct cgcgggcagt gggagcggca 
2521 gctgcaggag cgacgactac atgcccatga gccccgccag cgtgtccgcc cccaagcaga 
258X tcttgcagcc cagggccgcc gccgccgccg ccgccgccgt gccttctgcg gggcctgcgg 
2641 ggccagcacc cacctctgcg gcgggcagga cattcccggc gagcgggggc ggctacaagg 
2701 ccagctcgcc cgccgagagc tcccccgagg acagtgggta catgcgcatg tggtgcggtt 
27S1 ccaagctgtc catggagcat gcagatggca agctgctgcc caacggggac tacctcaacg 
2821 tgtcccccag cgacgcggtc accacgggca ccccgcccga cttcttctcc gcagccctgc 
2881 accccggcgg ggagccgctc aggggcgttc ccggctgctg ctacagctcc ttgccccgct 
2941 cctacaaggc cccctacacc tgtggcgggg acagcgacca gtacgtgctc atgagctccc 
3001 ccgtggggcg catcctggag gaggagcgtc tggagcctca ggccacgcca gggcccagcc 
3061 aggcggccag cgccttcggg gccggcccca cgcagccccc tcaccctgta gtgccttcgc 
3121 ccgtgcggcc tagcggcggc cgcccggagg gcttcttggg ccagcgcggc cgggcggtga 
3181 ggcccacgcg cctgtccctg gaggggctgc ccagcctgcc cagcatgcac gagtacccac 
3241 tgccaccgga gcccaagagc cccggcgagt acatcaacat cgactttggc gagcccgggg 



http://www.ncbi.nlm.nih.gov/nuccore/20545806 



2009/05/13 



Nucleotide - gi|20545806|ref|XM_007095.6| 



4/5 ^— V 



3301 cccgcctgtc gccgcccgcg cctcccctgc tggcgtcggc ggcctcgtcc tcctcgctct 
3361 tgtccgccag cagcccggcc tcgtcgctgg gctcaggcac cccgggcacc agcagcgaca 
3421 gccggcagcg gtctccgctc tccgactaca tgaacctcga cttcagctcc cccaagtctc 
3481 ctaagccggg cgccccgagc ggccaccccg tgggctcctt ggacggcctc ctgtcccccg 
3541 aggcctcctc cccgtatccg ccgttgcccc cgcgtccgtc cgcgtccccg tcgtcgtctc 
3601 tgcagccgcc gccaccgccg ccggccccgg gggagctgta ccgcctgccc cccgcctcgg 
3661 ccgttgccac cgcccagggc ccgggcgccg cctcatcgtt gccctcggac accggggaca 
3 721 atggtgacta caccgagatg gcttttggtg tggccgccac cccgccgcaa cctatcgcgg 
3 781 cccccccgaa gccagaagct gcccgcgtgg ccagcccgac gtcgggcgtg aagaggotga 
3841 gcctcatgga gcaggtgtcg ggagtcgagg ccctcctgca ggccagccag cccccggacc 
3901 cccaccgcgg cgccaaggtc atccgcgcag acccgcaggg gggccgccgc cgccacagtt 

3 961 ccgagacctt ctcctccacc acgacggtca cccccgtgtc cccgtccttc gcccacaacc 
'4021 ccaagcgcca caactcggcc tccgtggaaa atgtctctct caggaaaagc agcgagggcg 

4081 gcgtgggtgt cggccctgga gggggcgacg agccgcccac ccccccacga cagttgcagc 
4141 cggcgccccc tttggcaccg cagggccggc cgtggacccc gggtcagccc gggggcttgg 
4201 tcggttgtcc tgggagcggt ggatcgccca tgcgcagaga gacctctgcc ggcttccaga 
4261 atggtctcaa ctacatcgcc atcgacgtga gggaggagcc cgggccgcca ccccagccgc 

4 321 agccgccgcc gccgccgctt cctcagccgg gagacaagag ctcctggggc cggacccgaa 
4381 gcctcggggg tctcatcagc gctgtgggcg tcggcagcac cggcggcggg tgcggggggc 
4441 cgggtcccgg tgccctgccc cctgccaaca cctacgccag cattgacttc ttgtcccacc 
4501 acttgaagga ggccaccacc gtgaaagagt gaagatctgL cLggctttat caccaggacg 
45S1 tcacatgtca gagagtatca ttaaaagaag acgctcagca ctgtttcagc ccgaagctgc 
4621 ttgcagtttt cttttggatc tgagcaatga ctgtgtttgg aaacatctgC ggactctgtt 
4681 agatgaggca ccaacaaggc aaggtcacct gcctctttcc cttgctcccg gatggggcat 
4741 tcatcattgt gctgtttgcg ttttgttttg tcttgtttta acaaaattag ctgaagaagL 
4801 tattctcaag aaaattggat gttttcattg gccttcttaa attgtggcca gtgtctttta 
4861 atttctcctt ctCttccttt tggcaaagca gatataaccc tcagcatgct aggagagtgc 
4921 acccgtacct atggaagugg taaaatctgg cattcactgg cctacactca aaacgaccac 
4 981 agtcctacct cagttcaagg taaagccgga tttccgtggc gggggtccca caggacctcc 
5041 tgtagtagcc cctgcgctgt gtgtctggag cgcggtcctc ggccttattg aaatggtcca 
5101 agtagacagc tgcttgttgg attccagtgc aggtacctgc gatgtttacg tccacaccga 
5161 gcccagtgcg ggactgacat ttctcaatgg aagtgaaatt tgggattgga ctttgaagac 
5221 ggattactaa ataataatta ttatatgtaa ctgaagcaac ctacttttga aaatcaactg 
5281 tattgggtag tgggaggtgg gagggaaggg ctttgggaag gggatgaata tctcttttta 
5341 cctttaacag acttgtttaa tcttctcgat gtagatgttt atgtaggtac ttcacattgc 
5401 aaacgccttt tattctattt acaagctoag acgtctctgc tctcctgaat cttgggcatg 
5461 cctttctgta accaaaaatc cctgtaggcg tgctagcaat tccagggtgg tccgggtttg 
5521 gcagatttga tttttaaaaa acgtattatc tttaataaaa tgttattatg tcaaccagtg 
5581 aggctgccct gaacaaaaaa aacaaaaaga aaaaaaaaaa aggaaagaaa gaaactgata 
5641 aaaagaggca ttcoagcccc tatgttattg atggaaaaag aaaaagaaga aaagcaatct 
5701 cgcagtacaU gttacttgtc gaaaaaattc cggacaagac taoccttgtt ttatgttttc 
5761 agtattctga aaataccagt gtgtggcagt tctcgcagat gttacctaaa actgctgaac 
5821 ttgaccggca gaatgttctg ccgttttctg ctccctcgac acttgattgg agggctgtcg 
5881 acctctcctc ccgcgggggc ttccccagtg cctatcttct ctgatagtca tggagaggtt 
5941 acactaattc attggagatg taagttgttg gttttgtttt gttttgtttt tagaaaaata 
6001 tatataaata cataatagat atctatcgct atagaataat gcattaataa aatgaggott 
6061 ttttagagga agaccaaaaa attcaatgtc ttaaaaatat atttaatggc aatgcaaaag 
6121 tcttcctgcC tccgtgctga actttagaac agaggattgU attgcaagac aaagttgaat 
6181 gtaaagtgat ctccctgaac atttttaagg ttttactttt ctgaaattat acatcacagc 
6241 agtgcatagg ccatataatg ttagctggaa ggtcaatttc agtgtatgat atactttatt 
6301 aagatgtata aaaatcctga agtttttatt tagttttggg aataggcatc aatgggtggt 
6361 atttgctttg taactccccc caggtacgac agggactgaa tatggaccct gctgaaagca 
6421 gtgtattgac gcatatttaa ctcgccctct atccgtagag tagtcatgac actatacaga 
64 81 tggttcgtgt tcatactgca gcttaaaaca agcaaaatac acagatgata atatgctaaa 
6541 ttttcctcta tcctgtacat ttcacaaaaa ggcatatgca atatttacat ttttaattta 
6601 gtttacagaa tggaaccaaa atgtataaat gttatgtttg ctaaaacttc acaatgtata 
6661 ttgggtcttt gtacattttg cctgacttac ctbaaattta aaatattttt tgctatataa 
6721 actttaacag ttattaaaca gtgttttctt tttgggtacg tattgtttct ggatatcaag 
6781 atgttaaata tatttcttgc tattgtgata tgacaagaga cttaacttat cttgctctgt 
6841 cttccactgt acacgccgta tataggggtc aatgtgatgc tgctggagac gagaataaac 
6901 tggactagaa tagtgcattg tatttagtct gtattgatca tggatgccct ccttaatago 
6961 catatgcaat aaaataaagt acattattta tgaaatg 
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GenBank:AL162497.20 

Human DNA sequence from clone RP11-313L9 on 
chromosome 13 Contains a novel gene, the IRS2 
gene for insulin receptor substrate 2 and two 
CpG islands, complete sequence 

Comment Features Sequence 



143409 bp 



DMA 



LOCUS AL162497 
linear PR! 13-JAN-2009 
DEFINITION Hximan DNA sequence from clone RP11-313L9 on 
chromosome 13 Contains 

a novel gene, the IRS2 gene for insulin receptor 
substrate 2 and 

two CpG islands, complete sequence. 
ACCESSION AL162497 

VERSION AL162497.2Q GI: 14329908 

KEYWORDS HTG; CpG island; insulin receptor; IRS2. 
SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; CraniaCa; 
Vertebrata; Buteleostorni; 

Mammalia; Eutheria; Euarchontoglires; Primatea,- 

Haplorrhini ; 

Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 14 34 09) 
AUTHORS Mashreghi-Mohammadi , M . 
TITLE Direct Submission 

JOURNAL Submitted (09-JAN-2009) Wellcome Trust Sanger 
Institute, Hinxton, 

Cambridgeshire, CBIO ISA, UK. E-mail enquiries: 
vegaesanger . ac . uk 

Clone requests: Geneservice 
(http://www.geneservice.co.uk/) and 

BACPAC Resources (http://bacpac.chori.org/) 
COMMENT On Jun 8, 2001 this sequence version replaced 

gi: 14280409. 

Genome Center 

Center: Wellcome Trust Sanger Institute 
Center code : SC 

Web site: http ; //wvw . Sanger .ac.uk 
Contact: vega®sanger .ac.uk 



Change Region Shown i 

Customize View j 

Sequence Analysis Tools 
BLAST Sequence 

Pick Primers 

Homoloqs of IRS2 
The IRS2 gene Is conserved In 
chimpanzee, dog, mouse, rat, 
chicken, and zebrafish. 
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This sequence was finished c 
otherwise noted: all 

regions were either double-stranded 
with an alternate 

chemistry or covered by high quality data (i.e., 
phred quality >= 

30) ; an attempt was made to resolve all 
sequencing problems, such 

as compressions and repeats; all regions were 
covered by at least 

one subclone; and the assembly was confirmed by 
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ote of the overlapping clone 
ion may not be found in the 
the overlapping clone, as we 



except on the rare occasion of the clone being 
a YAC. I SNP 

The following abbreviations are used to I 
associate primary accession | UniSTS 

numbers given in the feature table with their j UnkOut 
source databases: i. 

Era:, EM8L; Sw: , SWISSPROT; Tr:, TREMBL; Wp: , 
WORMPEP,- Information 

on the WORMPEP database can be found at 

http : //www. Sanger . ac . uk/Proiects/C elegans/wormpep 

This sequence was generated from part of 
bacterial clone contigs of 

human chromosome 13, constructed by the Sanger 
Centre Chromosome 13 

Mapping Group. Further information can be 

http: / /www. Sanger. ac.u)c/HGP/Chrl3 
IMPORTANT: This sequence is not the entire 

insert of clone 

RP11-313L9. It may be shorter because we 
sequence overlapping 

sections only once, except for a short overlap. 

During sequence assembly data is con^jared from 
overlapping clones. 

Where differences are found these are 
annotated as variations 

name. Note that the 

variation s 
sequence submission 

corresponds I 
submit sequences with 

only a small overlap. 

The true right end of clone RP11-358F13 is at 
100 in this sequence. 

The true left end of clone RP11-40E6 is at 
100074 in this sequence. 

The true right end of clone RP11-313L9 is at 
143409 in this 

sequence . 

RP11-313L9 is from the library RPCI-11.2 
constructed by the group 

of Pieter de Jong. For further details see 
http : / /bacpac , chori . org/ 
VECTOR: pBACe3.6. 
FEATURES Location/Qualifiers 
source 1.. 143409 

/organism="Horao sapiens" 
/niol_type="genoraic DNA" 
/ db_x re f =" t axon : 9606 " 
/ chromosome= " 13 « 
/clone°"RPll-313L9" 
/ c lone_l ib= " RPCI - 1 1 . 2 " 
misc feature 101.. 143409 

/note="annotated region of clone" 
gene join 
(68116. .68379,68867. .69026,69792. .69841) 

/locus_tag="RPll-313L9. 1-001" 
niRMA join 
(68116. .68379,68867. . 69026, 69792 .. 69841) 

/ loeus_t ag= " RPl 1 - 3 13L9 . 1 - DO 1 " 
/product= "novel transcript" 

^ ■ ./note- "match: ESTs : Em:AW816149 . 1" 

> \ gene ■ ■complement. (93671 . .126402) 
' ••/gene-l|lRS2li 
/locu- ■ 

mRNA 
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